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<110> Bayer AG, BHC 

<120* Diagnostics and Therapeutics for Diseases Associated with HM74 (HM74) 

<130> Le A 36 590 

<160> 5 

<170> Patentln version 3.1 

<210> 1 . . 

<211> 2051 

<212> DNA 

<213> Homo sapiens 



<400> 1 
cgccactttg 
atgaatcggc 
ttccgagatg 
gggcttctgg 
tccagccgga 
ccgttcgtga 
cggctggtgc 
gtggcggtag 
aattggacag 
cacctcctga 
agcatctgcc 
ctgggcatca 
gaccggcatg 
gtcatctgct 
• tcgggcacgc 
agcttcacct 
tttcccaact 
ccagataata 
gctccagagg 
acctcaaata 
cagttgggct 
cagattcaga 
gtgtgaccac 
ttcatctctg 
agttggagcc 
ggggggggct 
gagagctgag 
' agccagtagg 
tggactcagg 

a ggggattag 

ttgctgcttt 
ggttgagcag 
attaaaaggg 
cttcgcttgt 
caaaaaaaaa 



ctggagcatt 
accatctgca 
acttcattgc 
gcaatggcct 
ttttcctgtt 
tggactacta 
tcttcatgtt 
•acaggtattt 
cagccatcat 
agaagaagtt 
ataccttccg 
tcctgttctg 
ccaagatcaa 
tcctbcccag 
agaattgtga 
acatgaacag 
tcttctccac 
accgcagcac 
cgttaatggc 
accattccaa 
gttgcatcga 
gaatctgatt 
aggaatcctg 
acgctcgcag 
agagatctac 
cagctcctcg 
attggaggga 
tcacctggct 
gaagagactc 
ccccagaagg 
caaccagcga 
ttaaaacggc 
aaacgtgcct 
gtttctgtac 



cactaggcga 
ggatcacttt 
caaggtgttg 
tgccctgtgg 
caacctggca 
tgtgcggcgt 
tgccatgaac 
ccgggtggfcc 
ctcttgcctt 
gctgatccag 
gtggcacgaa 
ctcagccaga 
gagagccatc 
cgtggttgtg 
agtgtaccgc 
catgctggac 
tttgatcaac 
gagcgtcgag 
caactccggt 
gaagggacat 
gtaatgtcac 
tagggaaact 
gaggaacaga 
gactgaagat 
ttgtgacttg 
ggtgatatct 
attgtgttgc 
tccgtggacc 
acatgctttg 
gactgagcta 
ctaatgcaat 
ttcaggatag 
ctgccccacg 
ttaccaaaaa 



ggcgctccat 
ctggaaatag 
ccgccggtgt 
attttctgtt 
gtagctgact 
tcagactgga 
cgccagggca 
catccccacc 
ct gtggggca 
aatggccctg 
gctatgttcc 
attatctgga 
accttcatca 
cggatccgca 
tcggtggacc 
cccgtggtgt 
cgctgcctcc 
ctcacagggg 
gagccatgga 
tgtcaccaag 
tggactcggc 
gtggcagatg 
gagtaaagct 
gggcaaattg 
ttggccttct 
agccfcgcttg 
tcctggagga 
aattcatctt 
gttagtatct 
aacagtgtta 
ccattcctct 
aaagctgttt 
ggtagagggg 
tctaccactt 



cggactcact 
acaagaagaa 
tggggctgga 
tccacctcaa 
ttctactgat 
actttgggga 
gcatcatctt 
acgccctgaa 
tcactgttgg 
caaatgtgtg 
tcctggagtt 
gcctgcggca 
tggtggtggc 
tcttctggct 
tggcgttctt 
actacttctc 
agaggaagat 
accccaacaa 
gcccctctta 
aaccagcatc 
ctaaggtttc 
agtgggagac 
tctaggcatc 
taggcgtttc 
tcccacatct 
tgagctctag 
agcccaggca 
tcagacaagc 
gtgtttccgg 
ttatgggaaa 
cttgtttata 
cccacctgtt 
gtgcacgttc 
caataaattt 



agccgcactc 
ctgctgtgtg 
gtttatcttt 
gtcctggaaa 
catctgcctg 
catcccttgc 
cctcacggtg 
caagatctcc 
cctaacagtc 
catcagcttc 
cctcctgccc 
gagacaaatg 
catcgtcttt 
cctgcacact 
tatcactctc 
cagcccatcc 
gacaggtgag 
aaccagaggc 
tctgggccca 
tctggagaaa 
ctggaacttc 
tggttgcaag 
tgaaacttgc 
tgctgagcag 
gcctcagact 
cagggataag 
tcattaaaca 
tttagagaaa 

tgggtgtaat 

ggaaatggca 
gtaatctaag 
tcgttttacc 
ctcctggttc 
tgataggaga 



<210> 2 

<211> 387 

<212> PRT 

<213> Homo sapiens 

<400> 2 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
• 1800 
1860 
1920 
1980 
2040 
2051 



Met Asa Arg His His Leu Gin Asp His Phe Leu Glu He Asp Lys Lys 
Asn cys Cys Val Phe Arg Asp Asp Phe Ala Lys Val Leu Pro Pro 

Val Leu Gly Leu Glu Phe He Phe Gly Leu Leu Gly Asn lly Leu Ala 
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Leu Trp lie Phe Cys Phe His Leu Ly8 Ser Trp Lys Ser Ser Arg He 
Phe Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu He He Cys Leu 
Pro Phe Val Met Asp Tyr Tyr Val Arg Arg Ser Asp Trp Asn Phe lly 
Asp lie Pro Cys Arg Leu Val Leu Phe Met Phe Ala Met Asn Arg Gin 
GOy Ser lie He Phe Leu Thr Val Val Ala Val Asp Arg Ty£ Phe Arg 
Val val His Pro His His Ala Leu Asn Lys He Ser Asn Trp Thr Ala 
Ala He He Ser Cys Leu Leu Trp Gly He Thr VaJ Gly Leu Thr Val 



His Leu Leu Lys Lys Lys Leu Leu He Gin Asn Gly Pro Ala Asn Vai° 



165 



Cys lie Ser Phe Ser He Cys His Thr III Arg Trp His Glu S Met 

Phe Leu Leu Glu Phe Leu Leu Pro Leu Gly He He Leu Phe Cys Ser 

Ala Arg He He Trp Ser Leu Arg Gin Arg Gin Met Asp Arg His Ala 
t 220 

3? 116 LyS ^ a g; Thr Phe »• Mat Val Val Ala He Val Phe 

Val lie Cys Phe Leu Pro Ser Val Val Val Arg He Arg He Phe Trp 
Leu Leu His Thr Ser Gly Thr Gin Asn Cys Glu Val Tyr Arg Ser Val 



265 



Asp Leu Ala Phe Phe He Thr Leu Ser Phe Thr Tyr Met Asn Ser Met 



Leu Asp Pro Val Val Tyr iy r Phe Ser Ser Pro Ser Pro Asn Phe 

, J -inn 

Phe ser Thr Leu He Asn Arg Cys Leu Gin Arg Lys Met Thr Gly Glu 
Pro Asp Asn Asn Arg Ser Thr Ser Val Glu Leu Thr Gly Asp Pro Asn 
Lys Thr Arg Gly Ala Pro Glu Ala Leu Hi Ala Asn Ser Gly Glu Pro 
Trp Ser Pro Ser Tyr Leu Gly Pro Tnr Ser Asn Asn His Ser Lys Lys 
Gly His Cys His Gin Glu Pro Ala Ser Leu Glu Lys Gin Leu Gly Cys 

Cys He Glu 380 
385 



<210> 


3 


<211> 


27 


<212> 


DNA 


<213> 


artificial sequence 


<220> 




<223> 


forward primer 


<400> 


3 



gagtaaagct tctaggcatc tgaaact 

<210> 4 
<211> - 20 
<212> DNA 

<213> artificial sequence 
<220> 

<223> reverse primer 



<400> 4 

cgcctacaat ttgcccatct 



20 
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-3- 



<210> 5 

<211> 26 

<212> DNA 

<213> artificial sequence 
<220> 

<223> probe 



<400> 5 

cttcatctct gacgctcgca ggactg 



26 



